1
Phylogenetic relationship of RuMYB transcription factors with others MYB that plays a role 2 in the regulation of flavonoid and phenylpropanoid metabolism in Arabidopsis and 3
Fragaria. An unrooted phylogenetic tree was calculated using the CLUSTALW software 4 using the implemented neighbor-joining method without the function for evolutionary 5 distance correction. Evolutionary distances are proportional to the branch length. Twenty 6 six protein sequences were selected as indicated in the figure. 7 
